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Amendments to the Claims 

Claim 1 (Currently amendeit): A method for identifying an an i mal a pig with a 
polymorphism at position 678 of SEP ID NO:h -wherein a pie with a guanine at position 678 is 
indicative of said pig more likely to have less back fat lower daily gain, and lower feed 
intake than a pig with an adenine at position 678 of SEP ID NO:L wherein an adenine is 
indicative of higher feed intake which poss e ssors a g e notyp e ofl R nciatefUvirh nnn r>r mow 
f avorable) metabolic traits oolected from fat Gontont ? growth rato, and food consumption 
the method comprising: 

obtaining a nucleic ajpid sampl e from an animal; and 
detecting the nucleotide present a polymorphism at position 678 of SEP ID NO: 1 ; andw herem 

said polymorphism i s- as s ocia te d with one or moro of the? motabolio traits of fat content, 

growth rate, and fe e d consumption 
relating the polymorphism to the phenotvpe . 

Claim 2 (Previously presented); The method of claim I whecrein the polymorphism is 
detected at position 678 of alPCR sequence using a forward printer and a reverse. 

Claims 3-6 (Cancelled) ' 

Claim 7 (Currently amended): The method of claim 1 wherein the step of identifying 
detecting the polymorphism is a method employing allele specific oligonucleotides. 



Claim 8 (Currently amended): The method of claim 1 wherein the step of identi fy ing 
detecting t he polymorphism is selected from the group consisting; of restriction fragment length 
polymorphism (RFLP) analysis, heteroduplex analysis, single strand conformational 
polymorphism (SSCP) analysis, denaturing gradient gel electrophoresis (DGGE),temperature 
gradient gel electrophoresis CjTGGE), and use of linked genetic markers. 

Claim 9 (Currently amended) 1 : The method of claim 8 wheiiein the step of i d e ntify i ng 
detecting t he polymorphism comprises RFLP analysis. 
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Claim 10 (Currently amendjed): The method of claim 1 further comprising the step of 
amplifying SEP ID NO: 1 or a region of thereof containing said polymorphis m in thfrMCdR - gflna 
ogquence with primary 

Claim 1 1 (Original): The itnethod of claim 10 further comprising the step of 
digesting the amplified regibn with the restriction endonucleaseTa? L 

Claims 12-32 (Cancelled) = 

Claim 33 (Currently amended): A method of identifying a pip an- anima l which possesses a 

desired polymorphism withim the meIanocorfcin-4 receptor protein of the seventh transmembrane 

domain at amino acid 298 comprising: 

obtaining a nucleic acid saniple from api a an ani ma l : and 

identifying the polymorphism in the translated MC4R gene 

wherein an aspartic acid at amino acid 298 identifies leanness and lower feed intake, than pigs 

animals without the polymorphism and an asparagine at amino acid 298 identifies a faster 
rate of gain than pigs a nimate without the polymorphism. 

Claim 34 (Currently amended): The method of claim 3-10 wherein the forward primer is 

SEQ ID NO: 5 and the reverse primer is SEQ ID NO: 6, 

s ; 

Claim 35 (Currently amenddd): The method of claim 3-10 wherein the forward primer is 
SEQ JD NO: 7 the reverse primer is SEQ ID NO: 8. 

! i 

Claim 36 (Currently amendejd): The method of claim 3-10 wherein the forward primer is 
SEQ ID NO: 9 and the reverse primer is SEQ ID NO: 10. 
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